
Taxa
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium 19.15 ± 2.64 2.94 ± 0.50 1.34 ± 0.16 0.14 ± 0.06 0.22 ± 0.05 0.01 ± 0.00 4.20 ± 0.48 6.22 ± 0.81 0.19 ± 0.10
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Unassigned 17.74 ± 3.20 14.45 ± 1.70 16.42 ± 0.50 16.17 ± 0.47 22.52 ± 0.85 17.36 ± 1.56 14.50 ± 0.70 18.18 ± 1.07 15.53 ± 1.22
Bacteria; Bacteroidetes; Bacteroidetes; Bacteroidales; Prevotellaceae; Prevotella 16.53 ± 4.10 30.19 ± 2.56 19.83 ± 1.75 0.32 ± 0.11 10.46 ± 1.82 0.05 ± 0.01 23.05 ± 1.74 20.47 ± 2.21 0.01 ± 0.01
Bacteria; Bacteroidetes; Bacteroidetes; Bacteroidales; Bacteroidaceae; Bacteroides 11.10 ± 1.82 16.06 ± 1.48 22.51 ± 1.09 12.07 ± 1.04 19.50 ± 1.39 12.82 ± 1.39 11.40 ± 0.91 19.11 ± 1.80 9.76 ± 1.46
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; LachnospiraceaeIncertaeSedis 8.30 ± 0.78 11.19 ± 1.05 19.01 ± 0.76 21.04 ± 0.57 23.27 ± 1.27 21.24 ± 0.97 10.57 ± 0.74 10.73 ± 0.80 14.55 ± 0.71
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Unassigned 3.98 ± 0.26 1.33 ± 0.11 2.60 ± 0.19 5.01 ± 0.19 1.94 ± 0.17 4.39 ± 0.26 1.10 ± 0.06 1.37 ± 0.08 5.94 ± 0.47
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister 3.59 ± 0.60 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Bacteroidetes; Bacteroidetes; Bacteroidales; Porphyromonadaceae; Parabacteroides 3.06 ± 0.30 4.18 ± 0.32 2.63 ± 0.12 4.14 ± 0.44 3.46 ± 0.20 4.86 ± 0.56 4.44 ± 0.27 5.47 ± 0.30 4.54 ± 0.50
Bacteria; Bacteroidetes; Bacteroidetes; Bacteroidales; Rikenellaceae; Alistipes 2.13 ± 0.16 0.52 ± 0.11 0.83 ± 0.07 1.16 ± 0.14 0.76 ± 0.09 1.29 ± 0.18 0.59 ± 0.05 1.10 ± 0.13 1.66 ± 0.33
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; PeptostreptococcaceaeIncertaeSedis 1.88 ± 0.47 0.37 ± 0.13 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 5.39 ± 1.48 1.16 ± 0.25 12.15 ± 1.80
Bacteria; Firmicutes; Clostridia; Clostridiales; Unassigned; Unassigned 1.56 ± 0.35 0.79 ± 0.11 1.37 ± 0.07 1.19 ± 0.06 1.36 ± 0.12 1.17 ± 0.08 0.67 ± 0.05 0.82 ± 0.07 1.44 ± 0.14
Unclassified-Screened; Unassigned; Unassigned; Unassigned; Unassigned; Unassigned 1.32 ± 0.23 1.30 ± 0.09 1.30 ± 0.07 0.31 ± 0.02 0.88 ± 0.09 0.35 ± 0.03 1.23 ± 0.09 1.41 ± 0.10 0.37 ± 0.04
Bacteria; Actinobacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae 1.08 ± 0.11 0.64 ± 0.17 0.17 ± 0.05 0.59 ± 0.10 0.21 ± 0.03 0.23 ± 0.04 1.73 ± 0.47 0.22 ± 0.03 0.51 ± 0.08
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Unassigned 1.06 ± 0.09 2.65 ± 0.23 2.63 ± 0.15 1.43 ± 0.12 2.92 ± 0.15 1.81 ± 0.13 1.78 ± 0.13 1.93 ± 0.12 1.34 ± 0.11
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea 1.05 ± 0.18 0.97 ± 0.16 0.09 ± 0.01 0.11 ± 0.02 0.16 ± 0.03 0.10 ± 0.02 0.23 ± 0.02 0.17 ± 0.04 0.09 ± 0.02
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia 1.02 ± 0.11 0.61 ± 0.20 0.08 ± 0.01 0.16 ± 0.01 0.31 ± 0.04 0.60 ± 0.08 0.47 ± 0.09 0.21 ± 0.02 0.36 ± 0.07
Bacteria; Bacteroidetes; Bacteroidetes; Bacteroidales; Unassigned; Unassigned 0.82 ± 0.18 0.42 ± 0.04 0.40 ± 0.03 0.27 ± 0.05 0.50 ± 0.05 0.79 ± 0.12 0.59 ± 0.05 0.66 ± 0.09 0.53 ± 0.19
Bacteria; Bacteroidetes; Bacteroidetes; Bacteroidales; Prevotellaceae; Unassigned 0.55 ± 0.24 1.09 ± 0.10 0.64 ± 0.06 0.01 ± 0.00 0.62 ± 0.11 0.01 ± 0.00 0.40 ± 0.04 0.31 ± 0.04 0.00 ± 0.00
Bacteria; Firmicutes; Unassigned; Unassigned; Unassigned; Unassigned 0.43 ± 0.16 0.41 ± 0.19 0.28 ± 0.02 1.21 ± 0.06 0.26 ± 0.03 2.23 ± 0.17 0.16 ± 0.01 0.11 ± 0.02 1.25 ± 0.28
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; RuminococcaceaeIncertaeSedis 0.39 ± 0.06 0.29 ± 0.04 0.40 ± 0.02 1.56 ± 0.10 0.44 ± 0.04 1.19 ± 0.09 0.37 ± 0.03 0.61 ± 0.07 1.75 ± 0.18
Bacteria; Firmicutes; Clostridia; Clostridiales; IncertaeSedisXIII; Unassigned 0.35 ± 0.06 0.07 ± 0.01 0.16 ± 0.01 0.28 ± 0.04 0.14 ± 0.02 0.29 ± 0.05 0.06 ± 0.01 0.08 ± 0.02 0.31 ± 0.03
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella 0.33 ± 0.09 0.16 ± 0.05 0.11 ± 0.01 0.02 ± 0.00 0.05 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Unassigned; Unassigned; Unassigned 0.30 ± 0.09 0.11 ± 0.02 0.15 ± 0.01 0.30 ± 0.04 0.27 ± 0.03 0.20 ± 0.02 0.30 ± 0.04 0.22 ± 0.03 0.83 ± 0.13
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; ErysipelotrichaceaeIncertaeSedis 0.24 ± 0.07 1.32 ± 0.23 0.81 ± 0.08 13.39 ± 0.74 1.53 ± 0.19 8.81 ± 0.47 1.28 ± 0.19 0.63 ± 0.07 8.13 ± 0.99
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Bryantella 0.24 ± 0.08 0.30 ± 0.11 1.35 ± 0.10 0.09 ± 0.03 0.91 ± 0.14 0.15 ± 0.06 0.08 ± 0.02 0.17 ± 0.07 0.03 ± 0.02
Bacteria; Firmicutes; Bacilli; Lactobacillales; Streptococcaceae; Streptococcus 0.21 ± 0.10 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Unassigned 0.19 ± 0.09 0.27 ± 0.10 0.14 ± 0.02 0.24 ± 0.02 0.18 ± 0.03 0.32 ± 0.03 0.10 ± 0.02 0.19 ± 0.02 0.21 ± 0.04
Bacteria; Firmicutes; Clostridia; Clostridiales; IncertaeSedisXIII; Anaerovorax 0.18 ± 0.04 0.01 ± 0.00 0.01 ± 0.00 0.08 ± 0.01 0.01 ± 0.00 0.04 ± 0.01 0.02 ± 0.00 0.03 ± 0.01 0.06 ± 0.02
Bacteria; Bacteroidetes; Unassigned; Unassigned; Unassigned; Unassigned 0.16 ± 0.04 0.11 ± 0.03 0.07 ± 0.01 0.07 ± 0.01 0.06 ± 0.01 0.16 ± 0.02 0.07 ± 0.01 0.09 ± 0.02 0.09 ± 0.03
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus 0.14 ± 0.06 0.26 ± 0.06 0.83 ± 0.06 0.03 ± 0.01 0.52 ± 0.07 0.00 ± 0.00 0.11 ± 0.03 0.34 ± 0.17 0.04 ± 0.02
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Bilophila 0.12 ± 0.02 0.15 ± 0.02 0.07 ± 0.01 0.32 ± 0.04 0.06 ± 0.01 0.34 ± 0.04 0.15 ± 0.02 0.23 ± 0.03 0.42 ± 0.08
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Akkermansia 0.12 ± 0.02 0.19 ± 0.05 0.21 ± 0.03 0.46 ± 0.10 0.43 ± 0.07 0.88 ± 0.12 1.43 ± 0.18 1.47 ± 0.38 6.57 ± 1.17
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania 0.11 ± 0.03 0.04 ± 0.01 0.06 ± 0.01 0.10 ± 0.01 0.08 ± 0.01 0.07 ± 0.01 0.04 ± 0.01 0.06 ± 0.01 0.19 ± 0.04
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Acidaminococcus 0.10 ± 0.05 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter 0.10 ± 0.03 0.04 ± 0.02 0.00 ± 0.00 0.17 ± 0.08 1.47 ± 0.56 1.57 ± 0.39 5.64 ± 1.71 2.02 ± 0.35 3.66 ± 1.29
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerotruncus 0.04 ± 0.02 0.06 ± 0.01 0.18 ± 0.01 0.36 ± 0.04 0.22 ± 0.02 0.24 ± 0.03 0.04 ± 0.01 0.04 ± 0.02 0.09 ± 0.02
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Coprobacillus 0.04 ± 0.01 1.97 ± 0.31 2.24 ± 0.13 1.98 ± 0.16 2.86 ± 0.22 2.90 ± 0.22 1.92 ± 0.28 2.62 ± 0.32 2.21 ± 0.45
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Syntrophococcus 0.03 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.02 ± 0.00 0.01 ± 0.00 0.01 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum 0.03 ± 0.02 0.00 ± 0.00 0.00 ± 0.00 0.09 ± 0.02 0.01 ± 0.00 0.02 ± 0.01 0.01 ± 0.00 0.01 ± 0.01 0.11 ± 0.04
Bacteria; Actinobacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 0.02 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Actinobacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae 0.02 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Bacilli; Lactobacillales; Streptococcaceae; Lactococcus 0.02 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.52 ± 0.05 0.00 ± 0.00 0.15 ± 0.02 0.00 ± 0.00 0.00 ± 0.00 0.12 ± 0.03
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Unassigned; Unassigned 0.01 ± 0.01 0.37 ± 0.07 0.25 ± 0.02 0.44 ± 0.05 0.19 ± 0.03 0.46 ± 0.05 0.37 ± 0.04 0.45 ± 0.08 0.37 ± 0.08
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium 0.01 ± 0.01 0.10 ± 0.02 0.14 ± 0.01 0.89 ± 0.07 0.30 ± 0.02 0.47 ± 0.05 0.16 ± 0.02 0.20 ± 0.03 0.51 ± 0.06
Bacteria; Firmicutes; Clostridia; Clostridiales; IncertaeSedisXIII; Mogibacterium 0.01 ± 0.01 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Bacilli; Lactobacillales; Lactobacillaceae; Lactobacillus 0.01 ± 0.01 0.02 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiaceae1 0.01 ± 0.01 0.39 ± 0.17 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 3.49 ± 1.07 0.00 ± 0.00 0.79 ± 0.31
Bacteria; Actinobacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 0.01 ± 0.01 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.01 ± 0.01 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Bacteroidetes; Bacteroidetes; Bacteroidales; Porphyromonadaceae; Porphyromonas 0.01 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Betaproteobacteria; Unassigned; Unassigned; Unassigned 0.01 ± 0.01 0.40 ± 0.06 0.27 ± 0.02 0.43 ± 0.05 0.35 ± 0.05 0.66 ± 0.09 0.43 ± 0.05 0.52 ± 0.06 0.44 ± 0.09
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Unassigned 0.01 ± 0.01 0.01 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.06 ± 0.02 0.00 ± 0.00 0.04 ± 0.01
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes 0.01 ± 0.01 0.11 ± 0.02 0.07 ± 0.01 0.10 ± 0.02 0.08 ± 0.01 0.07 ± 0.01 0.11 ± 0.02 0.12 ± 0.02 0.11 ± 0.03
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella 0.01 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Unassigned; Unassigned 0.01 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; IncertaeSedisXI; Parvimonas 0.01 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia 0.01 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis 0.01 ± 0.01 0.01 ± 0.01 0.02 ± 0.00 0.05 ± 0.01 0.03 ± 0.01 0.02 ± 0.00 0.02 ± 0.00 0.01 ± 0.01 0.02 ± 0.01
Bacteria; Firmicutes; Clostridia; Clostridiales; IncertaeSedisXII; Unassigned 0.01 ± 0.01 0.01 ± 0.01 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Bacteroidetes; Bacteroidetes; Bacteroidales; Porphyromonadaceae; Unassigned 0.00 ± 0.00 0.18 ± 0.04 0.10 ± 0.02 0.06 ± 0.01 0.11 ± 0.02 0.02 ± 0.01 0.13 ± 0.02 0.15 ± 0.04 0.17 ± 0.05
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.02 ± 0.00 0.01 ± 0.00 0.01 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.02 ± 0.01
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter 0.00 ± 0.00 0.03 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.03 ± 0.01 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Actinobacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae 0.00 ± 0.00 1.96 ± 1.96 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Actinobacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Bacteroidetes; Bacteroidetes; Bacteroidales; Prevotellaceae; Xylanibacter 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; IncertaeSedisXI; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00

Table S4. Abundance of genus-level bacterial taxa in the gut microbiota (RDP level 6; mean±SEM, % of assigned V2 16S rRNA gene sequences)*.
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Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Oligella 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Bacilli; Lactobacillales; Unassigned; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.13 ± 0.02 0.00 ± 0.00 0.14 ± 0.02 0.00 ± 0.00 0.00 ± 0.00 0.05 ± 0.02
Bacteria; Firmicutes; Bacilli; Lactobacillales; Enterococcaceae; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.18 ± 0.03 0.00 ± 0.00 0.20 ± 0.03 0.00 ± 0.00 0.00 ± 0.00 0.02 ± 0.01
Bacteria; Firmicutes; Bacilli; Unassigned; Unassigned; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.03 ± 0.01 0.00 ± 0.00 0.03 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Bacilli; Lactobacillales; Enterococcaceae; Enterococcus 0.00 ± 0.00 0.00 ± 0.00 0.09 ± 0.07 12.11 ± 1.07 0.11 ± 0.04 11.01 ± 1.57 0.00 ± 0.00 0.00 ± 0.00 2.14 ± 0.69
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.01 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia 0.00 ± 0.00 0.01 ± 0.00 0.06 ± 0.01 0.05 ± 0.01 0.07 ± 0.01 0.05 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Unassigned; Unassigned; Unassigned; Unassigned 0.00 ± 0.00 0.03 ± 0.01 0.02 ± 0.00 0.05 ± 0.01 0.03 ± 0.01 0.05 ± 0.01 0.02 ± 0.00 0.03 ± 0.01 0.04 ± 0.01
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Unassigned 0.00 ± 0.00 0.32 ± 0.09 0.00 ± 0.00 0.01 ± 0.00 0.03 ± 0.02 0.06 ± 0.02 0.23 ± 0.07 0.00 ± 0.00 0.05 ± 0.02
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Bacilli; Bacillales; Staphylococcaceae; Staphylococcus 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Bacilli; Bacillales; Paenibacillaceae; Paenibacillaceae1 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; TM7; TM7_genera_incertae_sedis; Unassigned; Unassigned; Unassigned 0.00 ± 0.00 0.01 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium 0.00 ± 0.00 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Bacilli; Lactobacillales; Leuconostocaceae; Leuconostoc 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Lentisphaerae; Lentisphaerae; Victivallales; Victivallaceae; Victivallis 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ethanoligenens 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Actinobacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Sporobacter 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.01 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Actinobacteria; Actinobacteria; Unassigned; Unassigned; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetanaerobacterium 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.01 ± 0.00 0.01 ± 0.01 0.00 ± 0.00 0.00 ± 0.00 0.01 ± 0.00
Bacteria; Firmicutes; Clostridia; Clostridiales; IncertaeSedisXII; Fusibacter 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Cyanobacteria; Cyanobacteria; Chloroplast; Streptophyta; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella 0.00 ± 0.00 0.06 ± 0.02 0.00 ± 0.00 0.00 ± 0.00 0.01 ± 0.00 0.01 ± 0.01 0.04 ± 0.01 0.00 ± 0.00 0.01 ± 0.01
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnospira 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Firmicutes; Bacilli; Bacillales; Staphylococcaceae; Jeotgalicoccus 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter 0.00 ± 0.00 0.45 ± 0.16 0.00 ± 0.00 0.02 ± 0.00 0.04 ± 0.02 0.07 ± 0.02 0.71 ± 0.23 0.00 ± 0.00 0.13 ± 0.05
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Unassigned; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Branhamella 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Bacteroidetes; Bacteroidetes; Bacteroidales; Bacteroidaceae; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
Bacteria; Bacteroidetes; Bacteroidetes; Bacteroidales; Rikenellaceae; Unassigned 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00
*KEY: Black indicates cells with a value of zero and grey indicates cells with a value ≥1%.


